
 
 

ORTRD Search Tutorial 

1.1 Search 

Open the Home page and click on the Search1 button in the header. 

 

ORTRD supports two different searching modes: “Search by Gene Symbol”, “Search by Transcription factor 
symbol. Brief search results are presented as a table in the browse page. As an example, the search box2 can 
be used to query gene symbols or transcription factors. Enter one single search term, select either Gene 
symbol3 or Transcription factor symbol4, and click on Submit5.  
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1.2 Browse 

Browse page on the next page are presented as cards which includes Accession ID, Gene Symbol, Gene 
Name, TF Symbol and TF Name. The “Browse” page is organized as an interactive cards for quickly searching 
datasets of interest. Users can click the accession6 of the data summary of interest to get the complete 
information. For example, Accession ID: ORTRD00191 

 

 

 

1.3 Result 

Finally, the page will be redirected to the result page with all the information related to gene, transcription 
factor, motif, and gene regulatory network information. Example: Gene = OR1A1, Transcription factor = 
BRCA1 

For example, after clicking on Accession ID ORTRD00191, the search result page presents Gene information 
(OR1A1), Transcription Factor Information (BRCA1), Transcription factor motif information, Gene regulation 
(Repression) and Gene Regulatory Network (GRN) associated with OR1A1 gene. 
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1.4 Network Analysis 

ORTRD constructs a Gene Regulatory Network (GRN) by combining human olfactory gene and their TF 
interaction datasets. Users can submit a gene symbol or transcription factor symbol to visualize a Gene-
Transcriptional regulatory network. Target Gene-TF relationships supported by the ChIP-Seq data have bold 
edges in the network based on Log2(FC) value. 



 
 

 

 

-- END-- 


